Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.054; wR factor = 0.139; data-to-parameter ratio = 14.5. organic compounds o316 Dufresne et al.
Two molecules of the title compound, C 14 H 10 N 2 OS, are hydrogen bonded about a center of inversion. In the molecule, the two aromatic rings are twisted by 37.27 (5) with respect to one another. The azomethine bond is in the E configuration.
Related literature
For information about the utility of azomethines, see: Dufresne et al. (2006) ; . For related structures, see: Chen et al. (1999) . For an analog with an aryl ring in place of the thienyl ring, see Manecke et al. (1972) .
Experimental
Crystal data C 14 H 10 N 2 OS M r = 254.30 Monoclinic, P2 1 =c a = 7.6798 (4) Å b = 9.8592 (4) Å c = 15.7512 (7) Å = 92.926 (2) V = 1191.07 (9) Å 3 Z = 4 Cu K radiation = 2.31 mm À1 T = 150 (2) K 0.07 Â 0.05 Â 0.05 mm
Data collection
Bruker SMART 6K diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.855, T max = 0.893 31904 measured reflections 2377 independent reflections 2152 reflections with I > 2(I) R int = 0.064 Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.139 S = 1.11 2377 reflections 164 parameters H-atom parameters constrained Á max = 0.42 e Å À3 Á min = À0.62 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) Àx; Ày; Àz.
Data collection: SMART (Bruker, 2003) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: ORTEP-3 (Farrugia, 1997) and SHELXTL (Bruker, 1997) ; software used to prepare material for publication: UdMX (Marris, 2004) .
quinolin-2-ol covalently linked to a thiophene unit by an azomethine bond with more stable E isomer being observed. The crystal structure has a P21/c symmetry as seen in figure 2. No solvent molecules or counter-ions were found in the crystal structure.
The bond lengths and angles of the quinolin-2-ol moiety are within 0.013 Å and 1°, respectively, to comparable structures (Chen et al., 1999) . The bond lengths of the azomethine bond for C5-N2, N2-C10 and C10-C11 are 1.421 (2), 1.276 (2) and 1.446 (2) Å, respectively. The bond lengths are comparable to an all thiophene azomethine analogue ) whose analogues bond lengths are 1.388 (3), 1.272 (3) and 1.441 (4) Å, respectively.
The mean planes of the two aryl moieties are twisted by 37.27 (5)° from the azomethine bond to which they are connected. This angle is smaller, i.e. 65°, (Manecke et al., 1972) than its homoaryl analogue. Steric hindrance between H6 and H10 is responsible for the twist between the mean planes similar to a thiophene azomethine, whose aryl mean planes are twisted by 33° Skene et al., 2006) .
Hydrogen bonding takes place between two quinolin-8-ol moieties to form a supramolecular dimer. Figure 2 shows the two symmetry related hydrogen bonds between O1-H1···N1î^ and O1î^-H1î^···N1 that form the dimer. The length and the angle of this bond are 2.927 (2) Å and 136°, respectively. The two quinolin-2-ol involved in the hydrogen bonding are shifted by 0.593 Å.
Experimental
The title compound was synthesized by means of an acid catalyzed condensation of 5-amino-8-hydroxyquinoline with 2-thiophenecarboxaldehyde in ethanol with catalytic trifluoroacetic acid. The reaction was held at reflux for 20 h with stirring, cooled to room temperature and the volume reduced. Ice-cold distilled water was added to this solution causing a yellow solid to precipitate. The yellow solid was collected, washed with water and then dried under reduced pressure overnight. Crystals were obtained by slow evaporation of a concentrated solution of (1) in acetone.
Refinement
H atoms were placed in calculated positions (C-H = 0.95 Å) and included in the refinement in the riding-model approximation, with U iso (H) = 1.2 U eq (C). The hydrogen on the hydroxyl group was placed in calculated position (O-H = 0.84 Å, C-O-H = 109.5°) and included in the refinement in the riding-model approximation with U iso (H) = 1.5 U eq (O). Fig. 1 . ORTEP representation of (I) with the numbering scheme adopted (Farrugia 1997) . Ellipsoids drawn at 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.43366 (6) 0.0552 (10) 0.0457 (10) 0.0337 (9) −0.0069 (8) 0.0013 (7) 0.0017 (7) C2 0.0556 (10) 0.0502 (10) 0.0321 (8) −0.0020 (8) 0.0006 (7) −0.0043 (7) C3 0.0462 (9) 0.0418 (9) 0.0371 (8) 0.0000 (7) −0.0033 (7) −0.0080 (7) 0.0407 (9) 0.0380 (9) 0.0477 (10) 0.0032 (7) −0.0068 (7) −0.0028 (7) C11 0.0409 (9) 0.0358 (9) 0.0485 (10) 0.0036 (7) −0.0051 (7) −0.0027 (7) C12 0.0643 (12) 0.0380 (10) 0.0547 (11) 0.0023 (9) −0.0136 (9) 0.0024 (8) Geometric parameters (Å, °) S1-C14 1.7127 (18) C4-C5 1.423 (2) S1-C11 
